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Abstract: DNA damage-inducing therapies are of tremendous value for cancer treatment and
function by the direct or indirect formation of DNA lesions and subsequent inhibition of cellular
proliferation. Of central importance in the cellular response to therapy-induced DNA damage is the
DNA damage response (DDR), a protein network guiding both DNA damage repair and the induction
of cancer-eradicating mechanisms such as apoptosis. A detailed understanding of DNA damage
induction and the DDR has greatly improved our knowledge of the classical DNA damage-inducing
therapies, radiotherapy and cytotoxic chemotherapy, and has paved the way for rational improvement
of these treatments. Moreover, compounds targeting specific DDR proteins, selectively impairing
DNA damage repair in cancer cells, form a promising novel therapy class that is now entering the
clinic. In this review, we give an overview of the current state and ongoing developments, and discuss
potential avenues for improvement for DNA damage-inducing therapies, with a central focus on the
role of the DDR in therapy response, toxicity and resistance. Furthermore, we describe the relevance
of using combination regimens containing DNA damage-inducing therapies and how they can be
utilized to potentiate other anticancer strategies such as immunotherapy.
Keywords: DNA damage-inducing therapies; cancer therapy; DNA damage response; DNA repair;
radiotherapy; cytotoxic chemotherapy; DDR modulators; combination therapies

1. Introduction
In the clinical landscape of anticancer strategies, DNA damage-inducing therapies have held a
prominent position for decades. This is emphasized by the fact that two of the main pillars of cancer
treatment, chemotherapy and radiotherapy, exert their anticancer activity by directly or indirectly
inducing DNA damage. Apart from these classical therapies, more targeted approaches such as
inhibitors of DNA damage-counteracting enzymes are now also entering the clinic [1]. The underlying
success of DNA damage-inducing therapies is the rationale that cancer cells respond to DNA damage
in a coordinated manner and, under suitable pharmacological conditions, can elicit a variety of
responses such as inhibition of cancer cell proliferation and induction of cell death. Alternatively,
the induced DNA damage can be repaired in a tightly controlled fashion, counteracting the effects of
DNA damage-inducing therapies and possibly even leading to therapy resistance. The induction of
DNA damage repair and cellular fates such as proliferation inhibition are orchestrated by a heavily
regulated network of proteins, collectively called the DNA damage response (DDR) [2]. Both healthy
and cancer cells employ the DDR as a protection mechanism as their DNA is constantly challenged
by endogenous- [e.g., reactive oxygen species (ROS)] and exogenous [e.g., ultraviolet (UV) radiation]
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sources [3]. With regard to therapy-induced DNA damage in cancer cells, DDR pathways thus play
a central role in tumor cell responses to DNA damage-inducing therapies as both protective and
target mechanisms. Although these therapies induce DNA damage in both healthy and cancer cells,
cancer cells are preferentially targeted due to specific alterations in their DDR pathways, leading to
genome instability [4]. This can have far-reaching effects on cellular behavior, such as an increase in
proliferation rate and impaired DNA repair as compared to healthy cells. Consequently, DNA damage,
resulting in detrimental cellular fates such as apoptosis, preferentially affects cancer cells.
The field of DNA damage-inducing therapies has seen a tremendous improvement in impact over
the last decades [5]. Since the discovery of the anticancer properties of radiotherapy and chemotherapy,
a large amount of knowledge was gained on their mechanism of action and clinical effects in different
patient groups [6,7]. Detailed insights into the specific components of the DDR that are activated by
therapy have resulted in the development of novel treatment opportunities. Furthermore, a better
understanding of toxicity and resistance on a molecular, cellular and tissue-level has led to significant
therapy refinement [8,9]. Ultimately, the goal of this research is to improve the therapeutic window,
defined as the range of drug dosing between the minimal dose for anti-cancer activity and maximum
dose for acceptable toxicity. Prompted by these developments, this review gives a broad overview of
the currently applied DNA damage-inducing therapies applied in the clinic and their mechanisms of
action, with a central focus on the importance of the DDR in therapy response and resistance. Moreover,
it will describe how this knowledge is used to further improve anticancer treatment among other
rapidly evolving fields such as immunotherapy.
2. The DNA Damage Response
As stated above, the role of the DDR for DNA damage-inducing therapies is crucial, as it can
counteract therapy effects, but can also be targeted by specific drugs. Therefore, a detailed understanding
of the various types of DNA lesions and the dynamics of the specific molecular pathways that they
activate is necessary to understand and improve therapy. The following sections will give an overview
of the major types of DNA lesions, as well as the corresponding DNA repair pathways.
2.1. Types of DNA Damage
Various types of DNA lesions can be induced endogenously, either directly or as intermediate
structures of repair processes for other lesions, or by external factors such as ionizing radiation (IR) or
chemicals (Figure 1B) [10]. First of all, single-strand breaks (SSBs) and double-strand breaks (DSBs)
arise from discontinuities in a single DNA strand or both strands, respectively. DSBs are a detrimental
form of DNA damage, as even a single DSB is capable of inducing cell death, and their induction
and processing can be highly mutagenic and have far-reaching consequences for the genome [11,12].
Importantly, DSBs can also form during cell division, when a replication fork encounters a SSB or a
blocking DNA lesion [13]. Furthermore, a wide variety of base and deoxyribose modifications can
be introduced, such as abasic sites, formed by the hydrolytic cleavage of a base from a deoxyribose
moiety. Additionally, several changes can be made to the base moiety itself, such as deamination,
alkylation and the formation of thymine dimers by UV rays [10,14,15]. Moreover, oxidative base
or deoxyribose damage can be induced, mainly by reactive oxygen species (ROS), which can either
be formed endogenously or as a byproduct from external agents. Other DNA damaging factors
can introduce covalent bonds between adjacent nucleotides on either the same or opposing DNA
strand(s), termed intrastrand and interstrand crosslinks (ICLs), respectively [16]. Finally, erroneous
base incorporation can occur endogenously during DNA replication or can be induced by external
agents, leading to base mismatches that distort the DNA helix structure [10].
2.2. DNA Damage Repair Pathways
An overview of the general signaling of the DDR is visualized in Figure 1A. Components of
the DDR regulate detection, signal transduction and repair upon damage induction and mediate cell
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cycle progression. After sensor proteins detect DNA damage, cell cycle checkpoints can be activated
to halt progression of proliferation and allow time for repair [17]. Recruitment of signal transducer
proteins mediates the subsequent activation of cellular repair cascades [2]. However, if DNA repair is
unsuccessful or the amount of damage exceeds a certain threshold, this can result in various detrimental
cellular fates [18]. These include programmed cell death (apoptosis), stable cellular growth arrest
(senescence) and cell death after inappropriate cell division (mitotic catastrophe).
Each type of DNA lesion requires a specific form of repair, performed by different
cross-communicating protein cascades. The various repair pathways, along with the specific DNA
damage types that activate them, are visualized in Figure 1B. Base excision repair (BER) is the dominating
pathway to repair SSBs and base lesions that do not significantly distort the DNA helix structure
(reviewed in [19]). General steps of this pathway include flipping out and cleavage of the damaged
base, incision of the nucleotide backbone at the resulting abasic site, DNA end processing, and refilling
the resulting gap by polymerases followed by ligation. In contrast, lesions that do significantly distort
the helix, including thymine dimers and intrastrand crosslinks, are repaired through the nucleotide
excision repair (NER) pathway (reviewed in [20]). After detection of these lesions, a single-strand
DNA segment around the lesion is removed, after which the remaining single-strand DNA is used as a
template for DNA synthesis by polymerases. ICL repair can be mediated by the Fanconi anemia (FA)
pathway upon replication fork stalling and subsequent involvement of other repair proteins such as
structure-selective endonucleases [21] and those involved in DSB repair (reviewed in [16]). In addition,
recently an FA-independent pathway for ICL repair was identified, mediated by the DNA glycosylase
NEIL3 [22]. For DSBs a variety of repair cascades have been described (reviewed in [23]). The major
generally distinct pathways are homologous recombination (HR) and non-homologous end joining
(NHEJ). After damage recognition and end processing, the error-free HR pathway uses homologous
DNA on the intact sister chromatid as a template to resynthesize DNA such that the integrity of the
broken chromatid can be restored. The requirement of an accessible sister chromatid makes that HR is
only effective during the S and G2-phases of the cell cycle. Alternatively, NHEJ is available during all
cell cycle stages and involves direct ligation of broken DNA ends without a homologous DNA template.
This pathway might therefore result in repair-associated errors such as insertions or deletions. Finally,
when erroneous nucleotide incorporation during replication occurs, mismatch repair (MMR, reviewed
in [24]) detects a DNA strand containing a mismatched nucleotide. Consequently, the DNA is nicked,
excised and resynthesized and ligated using the complementary strand as a template.

Figure 1. Overview of the DNA damage response. (A) General overview of the DDR signaling
cascade upon DNA damage induction, either endogenously or by external agents. After damage
detection by sensor proteins, transducer proteins activate effector proteins that can elicit a variety of
cellular responses. Cell cycle checkpoints will be activated to halt proliferation and allow time for
(accurate) repair. However, the inability to repair the induced damage can also lead to induction of
detrimental cellular fates such as apoptosis. (B) Visualization of types of DNA damage that can be
induced, as well as the main pathways that are directly involved in their repair. Abbreviations: SSB:
single-strand break; DSB: double-strand break; FA pathway: Fanconi anemia pathway.
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3. DNA Damage-Inducing Therapies
3.1. Radiotherapy
Radiotherapy has been one of the cornerstones of cancer treatment for decades with currently over
50% of cancer patients worldwide receiving this therapy [25]. The most widely used form is external
beam radiotherapy (EBRT), which uses high-energy photons with a relatively high tissue penetration
depth [26]. EBRT is mainly carried out with a linear accelerator producing x-rays or a cobalt-60 source
producing γ-rays [27]. However, other forms of EBRT, especially those employing beams of charged
particles such as protons, are becoming increasingly important for cancer treatment [28]. In contrast
to EBRT, brachytherapy is practiced by placing the radiation source within the body, close to the
tumor [29]. Finally, systemic administration of a radionuclide is used during molecular radionuclide
therapy (MRT) [30]. Most research on cellular and physical effects of ionizing radiation (IR) have been
performed in the context of EBRT with photon radiation. As the nature of the induced DNA damage
is dependent on specific radiation characteristics, the results of this research can probably not be
extrapolated one on one to other types of radiation such as proton therapy and MRT. When comparing
these different types of radiation, the term relative biological effectiveness (RBE) is often used [31].
This is the ratio of the absorbed dose of a radiation type to the absorbed dose of a reference type that
induces the same biological endpoint, with x-rays with a defined energy or cobalt-60 γ-rays often used
as the reference radiation type. To exploit the full potential of all these forms of radiotherapy in the near
future, more radiobiological research in this area should result in the more accurate prediction of their
RBE values and elucidate how their anticancer effect differs from photon beam therapy mechanistically.
On a molecular level, the general effects of IR can be divided in direct and indirect effects (Figure 4).
Direct effects result from the physical induction of breaks and other DNA lesions, while indirect
effects include ROS formation from intracellular water molecules and subsequent free radical-driven
formation of lesions such as abasic sites and SSBs [32]. The BER, HR and NHEJ pathways of the
DDR are well-known to play an important role in the cellular response to IR-induced DNA damage.
Besides induction of the different single types of DNA damage, groups of multiple lesions in close
vicinity (within 1–2 DNA helix turns) have been detected in cells after IR treatment, collectively termed
clustered DNA damage [33,34]. These clusters consist of various lesion types, including DSBs, SSBs
and abasic sites. The formation of damage clusters is thought to be dependent on the linear energy
transfer (LET, defined as the amount of energy a particle disposes along its track per unit of distance)
of the IR type used, with higher LETs corresponding to induction of more complex DNA clusters [35].
Importantly, the complexity of DNA damage is suggested to have an effect on DNA repair efficiency.
As an example, DSB break termini at clustered DNA damage sites were shown to impair the removal
of base lesions by the BER machinery [36]. Findings like these imply that complex DNA damage might
contribute significantly to exceeding the cellular capabilities of DNA repair and forces cells towards
induction of cell fates such as apoptosis.
Of central importance for the cellular response to IR is the radiosensitivity of targeted cancer
cells. This crucial characteristic is influenced by multiple factors, both on a tissue and cellular
level. A well-known example of such a factor is tumor hypoxia, which increases radioresistance [37].
Another factor is the cell cycle phase of a cancer cell at the time of DNA damage induction. Cells in the
G2/M-phase of the cell cycle are the most radiosensitive, while cells in late S-phase tend to be the most
radioresistant [38]. Factors on a DDR-level can also have a significant effect on intrinsic cancer cell
radiosensitivity. The way different tumors, or even different cells within the same tumor, deal with
IR-induced DNA damage might significantly vary, depending on specific alterations in their DDR.
Demonstrating this concept, transfection of tumor cells from DSB repair-deficient mice with DSB repair
gene DNA-dependent protein kinase, catalytic subunit (DNA-PKcs) increases tumor radioresistance
for EBRT [39]. In a more extreme case, mutations in the DSB repair gene ataxia telangiectasia mutated
(ATM) in the neurodegenerative disease ataxia telangiectasia (AT) leads to hypersensitivity to IR [40].
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These findings implicate that DDR alterations can be used as predictive biomarkers for the tumor
response to IR [41].
3.1.1. External Beam Radiotherapy
Treatment of patients with EBRT is done using a source outside the body and traditionally
multiple doses of IR (fractions) are administered over the course of the treatment [42]. This reduces
toxicity and allows critical cellular factors, such as cancer cell cycle phase, to redistribute between
fractions [26]. Photon beams are the most widely used type of EBRT and have shown good efficacy for
many cancer types. At the beginning of their track, when entering the body, they exhibit a high energy
deposition, which reduces along the path and thus local radiation dose decreases with penetration
depth (Figure 2A). For tumors located in deeper tissues, this energy deposition pattern might thus lead
to a relatively high radiation dose at the entrance site of the body. This toxicity in healthy tissues is a
well-known major drawback of EBRT [8]. However, by irradiating from different angles, a sufficient
dose to the tumor can be reached while keeping radiation exposure to the healthy tissues minimal.
Unfortunately, a wide variety of both early toxic effects, such as cell death in other highly proliferating
tissues than the tumor, and late toxic effects, such as tissue fibrosis, have been reported. To counteract
toxicity and improve therapy efficacy, the field of radiotherapy, especially photon therapy, has seen a
large amount of developments with regard to radiation sources, treatment planning and delivery [26].
Notably, these include alterations of the ratio of dose per exposure and exposure frequency, known as
hyper- or hypofractionation regimens.

Figure 2. Overview of DNA damage induction patterns as a function of tissue depth for two types
of EBRT, using either photon or proton beams. The induction of damage in superficial and deeper
tissues is visualized (upper panel), as well as the course of the relative dose with increasing tissue
depth (lower panel). (A) For photon beams, the highest dose will be deposited at the body entrance
site, corresponding with the highest density of induced DNA lesions. The local relative dose will
then decrease with increasing penetration depth in tissues. (B) For proton beams, the entrance dose is
relatively low, followed by a sharp peak (the Bragg peak) in deeper tissues. Correspondingly, induced
DNA damage will be most significant in these deeper tissues.

In addition to photon beams, particle-based beams are increasingly incorporated in treatment
schemes [28]. These beams, as opposed to γ-radiation, display an increasing energy deposition along
their track, leading to a higher biological effect in deeper tissue regions [43] (Figure 2B). A sharp
peak of the energy deposition occurs at the end of the particle track, termed the Bragg peak. Particle
beam-based treatment, such as proton beam therapy (PBT), therefore can be most effective in deeper
tumors, while sparing surrounding healthy tissue. It is suggested that PBT induces a high amount of
complex DNA damage at the Bragg peak, although the exact nature of this damage, the mechanism by
which this damage is induced and crucial repair pathways are not yet known [44]. When translating
photon to proton therapy planning schedules in the clinic, an RBE of 1.1 is applied to adjust proton
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therapy dosage [31]. However, the RBE can significantly differ along the proton beam path, with
important implications for therapy design [45]. This implies that more research into the exact effects of
proton therapy is still crucial for further adaptation in the clinic.
3.1.2. Brachytherapy
Brachytherapy is a form of internal radiotherapy where a radiation source (for example,
an encapsulated radionuclide) is placed inside the body, close to the tumor [29]. Therefore, this form of
therapy is mainly employed for patients with organ-confined cancer [46]. Brachytherapy has been used
to treat several types of cancer, including those of the breast, prostate and cervix [29]. The two main
methods are interstitial and intracavitary therapy [47,48]. During interstitial therapy, a radiation source
is placed directly within the target tissue which, for example, is often used for breast cancer treatment.
In contrast, intracavitary therapy includes placement of the source in close proximity to the target tissue,
such as a nearby cavity. An important determinant in brachytherapy is the dose rate: during high dose
rate (HDR) therapy, a radiation source, for example contained in a catheter, is placed inside the body
temporarily and delivers a high radiation dose in a short timeframe. Low dose rate therapy (LDR)
involves the permanent implantation of a source, often in the form of a seed. Currently, significant
research efforts are aimed towards best practices in dose rate in various cancers [46]. For low-risk
prostate cancer, for example, LDR brachytherapy has been utilized for years, but increasing data point
towards HDR therapy as a superior therapy choice due to its lower acute and chronic toxicity [49].
There are important differences between anticancer effects of EBRT and brachytherapy,
mainly based on the difference in distance between the radiation source and the tumor [29]. The center
of a solid tumor seems to be targeted much more effectively by brachytherapy. Furthermore, the close
proximity to the tumor of the radiation source leads to reduced toxicity in healthy tissues [50]. It is
likely that a different tumor response will be induced by brachytherapy compared to EBRT, in terms
of induced DNA damage and activated DDR components [51,52]. This difference will be highly
dependent on total applied dose and dose rate.
A relatively novel form of brachytherapy that is used for both primary and metastasized liver
cancer is radioembolization [53]. This therapy involves the intra-arterial administration of microspheres
containing a radionuclide, mostly yttrium-90, which will accumulate in intratumoral capillaries due
to their size distribution. The underlying rationale is that a relatively high radiation dose can be
targeted to the tumor selectively [54], as the main blood supply of the tumor occurs via the liver artery.
In contrast, blood supply for hepatocytes mainly occurs via the portal vein, limiting radiation exposure
to healthy liver tissue.
3.1.3. Molecular Radionuclide Therapy (MRT)
The principle of MRT relies on the systemic administration of a radioactive compound.
The radionuclide can either physiologically be translocated to the tumor or is coupled to a
tumor-targeting carrier small molecule, peptide or antibody, delivering a high radiation dose to
the tumor specifically [55]. This strategy enables effective targeting of (metastasized) tumors while
sparing healthy tissues. Nevertheless, hematological, renal and liver toxicities have been reported in
MRT [56].
Various radionuclides are currently being clinically evaluated for use in MRT. These radionuclides
emit different types of particles with varying energies, resulting in different LETs and penetration
ranges and holding important implications for their biological effects [57,58]. These forms of radiation
include α-particles, with a high LET and short range, inducing complex DSBs in close proximity to
the source [59,60]. In contrast, β-particles have a lower LET and longer range, inducing less complex
damage but enabling the targeting of larger tumors [58,61]. Finally, Auger electrons have a very short
range due to their relatively low energy [57,61]. However, as multiple Auger electrons are released
during radionuclide decay, they can exert a relatively high biological effect, inducing damage with
high complexity. Due to their short range, Auger-emitters should be present in a cell nucleus to directly
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induce DNA damage [62]. A visualization of the biological effects of α-emitters, β-emitters and Auger
electrons is depicted in Figure 3.
A classic example of MRT is the use of the β-emitter iodine-131, which is selectively taken up
in the thyroid and thus can be effectively targeted to thyroid cancer [63]. Furthermore, β-emitter
lutetium-177 coupled to the somatostatin analog octreotate is currently FDA and EMA-approved
for the treatment of metastasized gastroenteropancreatic neuroendocrine tumors by targeting the
overexpressed somatostatin receptor 2 [64]. In addition, of increasing importance is the coupling
of radionuclides to prostate specific membrane antigen targeting molecules to treat prostate cancer,
for which various research lines are currently ongoing towards a better toxicity profile and patient
response [65].
Research on differences in DNA damage induction and relevant DDR pathways between MRT
and EBRT is currently ongoing, with a major factor being the dose rate: while EBRT is applied as
an acute high dose, local IR delivery by radionuclides can last for several days to weeks, depending
on radionuclide half-life [66]. These features give important implications for our understanding of
MRT radiobiology and future research directions. Apart from investigating different radionuclides,
the current search for improvements includes testing other peptides or antibodies, identifying novel
tumor target molecules and using combination treatments to enhance therapy effect [67].

Figure 3. Visualization of DNA damage induction patterns of beta-emitters, alpha-emitters and Auger
electrons, ordered (from left to right) by decreasing penetration range and increasing complexity of
induced DNA damage. While beta-emitters exhibit a relatively long penetration range, they mostly
induce isolated lesions. Alpha-emitters have a shorter range, but can locally induce more complex
forms of DNA damage that are less readily repaired. Auger electrons display the shortest range of the
three, but due to the fact that multiple electrons are released from the radionuclide they can still induce
a high biological effect locally.

3.2. Cytotoxic Chemotherapy
Since the discovery of the anticancer properties of nitrogen mustards against lymphomas in the
1940s, many years of development in chemical biology have led to the widespread adaptation of
cytotoxic chemotherapeutics in oncology [6,68]. The central principle of chemotherapy relies on the
preferential targeting of highly proliferating cells by chemicals directly inducing DNA damage or
interfering with DNA-related processes such as replication [69]. Furthermore, some chemotherapeutics,
such as mitotic inhibitors, exert a mechanism of action that is not directly DNA-targeted. The five
main classes of DNA-targeting cytotoxic chemotherapy, grouped by their mechanism of action,
are alkylating agents, platinum-based compounds, antimetabolites, topoisomerase inhibitors and
antitumor antibiotics [69]. Their respective mechanism of action is visualized in Figure 4.
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Figure 4. Visualization of the DNA-targeted mechanisms of action of radiotherapy, cytotoxic chemotherapy and DDR modulators. 1. Ionizing radiation (IR) can
induce DNA damage both directly and indirectly (through ROS formation), leading to formation of SSBs, DSBs and different base lesions. Depending on the
radiation type used, clustered (complex) DNA damage might be induced when multiple DNA lesions are formed in close vicinity. 2. Alkylating and platinum-based
compounds harbor a reactive site and directly react with the DNA molecule., forming DNA adducts and intra- or interstrand crosslinks. 3. Antimetabolites mimic
molecules essential in DNA replication and repair and, depending on the specific compound, can be incorporated in the DNA leading to DNA damage. Alternatively.
antimetabolites can inhibit nucleotide producing pathways. 4. TOPI- and TOPII-poisons, the most clinically relevant topoisomerase inhibitors, trap topoisomerases
on the DNA, preventing re-ligation of topoisomerase-induced breaks. For TOP1 poisons, DSBs are formed when DNA polymerase stalls on this trapped complex.
However, for TOPII-poisons, trapping leads to the persistence of topoisomerase-induced DSBs. 5. Antitumor antibiotics can have different DNA-targeted mechanisms
of action, such as compound intercalation in the DNA and induction of ROS formation. Other antitumor antibiotic mechanisms of action overlap with other cytotoxic
chemotherapeutic classes, such as DNA alkylation and topoisomerase poisoning. 6. DDR modulators target specific DDR proteins and exert their cancer-inhibiting
effect by synthetic lethality: as cancer cells that have loss-of-function mutations in specific DDR pathways become more reliant on backup repair pathways, inhibition
of the latter by DDR modulators can specifically target cancer cells versus healthy cells.
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Cytotoxic chemotherapies preferentially target tumor cells based on their rapid proliferation,
as DNA damage induction and inability to repair this damage will be the most significant in these cells.
However, a well-known major drawback of commonly used chemotherapeutics is their unfavorable
toxicity profile, most profoundly in rapidly proliferating healthy tissues, with a wide variety of both
early and late side-effects reported upon treatment. These range from acute toxicities such as nausea to
more detrimental effects such as cardiotoxicity, bone marrow injury and the development of secondary
malignancies [70–72]. Furthermore, and similar to radiotherapy, intrinsic or acquired resistance to
chemotherapeutics remains a clinical challenge [9]. Resistance can occur on a macroscopic level, mainly
by unfavorable absorption, distribution, metabolism and excretion drug properties. Furthermore,
the cause of resistance can be on a molecular level, for example by altered transmembrane drug
transport (e.g., increased efflux), inactivation of cell death pathways and elevated pro-survival signaling
by oncogene activation or tumor suppressor gene inactivation [9]. Tumor-specific alterations of DDR
signaling also significantly contribute to drug resistance, especially when they occur in crucial repair
pathways for the DNA damage type induced by a given chemotherapeutic compound. For example,
levels of RAD51, a major HR mediator, positively correlated with resistance to the chemotherapeutic
etoposide in small cell lung cancer [73].
3.2.1. Alkylating Agents and Platinum-Based Compounds
Alkylating agents react directly with the oxygen and nitrogen atoms of DNA bases to form a variety
of adducts [74]. While monofunctional alkylating agents, such as temozolomide and dacarbazine, have
a single reaction site forming an adduct on one DNA strand, bifunctional agents, such as aziridines
and epoxides, can react with two strands simultaneously resulting in ICLs [75]. An important role
in alkylating agent DNA damage repair is attributed to the BER and NER pathways, as well as
to specific proteins that can directly remove the DNA adducts, mainly O-6-methylguanine-DNA
methyltransferases (MGMT). In addition, various other pathways play a role in the processing of
secondary lesions: MMR is activated upon DNA mispairing with an alkylated base and intermediate
structures that arise during the repair of drug-induced lesions, such as DSBs, are repaired by HR and
NHEJ [75,76].
Platinum-based compounds, such as cisplatin, carboplatin and oxaliplatin, exert a similar
mechanism of action as alkylating compounds. After entering the cell, the compounds undergo
hydrolysis, yielding a platinum-containing moiety with two DNA-reactive sites [77,78]. This process
enables the molecule to form intra- and interstrand crosslinks. A multitude of repair pathways play a
role in the removal of these DNA lesions [79]. Specifically, NER proteins are important in the removal
of intrastrand crosslinks, and the HR, NER and FA pathways contribute to the removal of ICLs in a
coordinated matter [80].
3.2.2. Antimetabolites
In contrast to direct DNA reacting agents, antimetabolites function by mimicking molecules
essential in DNA replication and repair [81]. These could either be compounds that inhibit
deoxynucleoside triphosphate (dNTP)-producing pathways, depleting DNA polymerases of required
nucleotides, or compounds that are incorporated in the DNA itself. Well-known examples are
nucleoside analogs such as 5-fluorouacil (5-FU), which can both inhibit the synthesis of the nucleoside
thymidine and, after metabolism of the drug into a nucleotide analog, can be incorporated in the
DNA [82]. Depletion of necessary dNTPs leads to ineffective DNA damage repair and replication
by termination of newly synthesized DNA segments [81]. Furthermore, incorporation of nucleotide
analogs in the DNA can lead to chain termination. However, depending on the compound, chain
elongation by DNA polymerases might be possible with the nucleotide analog erroneously incorporated.
All of these mechanisms can result in activation of the DDR. The stalling of replication forks upon
chain termination may lead to induction of SSBs, DSBs and other DNA lesions. Upon replication fork
stalling, the activation of HR seems to play a crucial role in the cellular response to antimetabolites [83].
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Alternatively, when nucleotide analogs are erroneously incorporated in the DNA, BER and MMR
pathways have been described to be important repair pathways [84]. It was suggested that HR is
also involved in the repair of intermediate structures during antimetabolite-induced BER and MMR
repair [85].
3.2.3. Topoisomerase Inhibitors
Topoisomerase inhibitors target topoisomerases, enzymes that counteract the over- or
underwinding of DNA, for example during DNA replication [86]. The two main classes of these drugs
are topoisomerase poisons, which stabilize the topoisomerase-DNA complex, and topoisomerase
catalytic inhibitors, which inhibit enzymatic activity of topoisomerases by other mechanisms, such
as preventing DNA binding [87]. Currently most clinically relevant topoisomerase inhibitors are
poisons, which have been found to exert the most potent anticancer activity. Topoisomerase poisons
act by binding protein-DNA complexes and trapping these complexes onto the DNA [88]. Type I
topoisomerases (TOPI) poisons, such as topotecan and irinotecan, create SSBs to exert their function,
while type II topoisomerase (TOPII), such as etoposide, create DSBs for this purpose. For TOPI-poisons,
DSBs are formed when the DNA polymerase stalls upon the topoisomerase-DNA complex during
replication [89]. While TOPII-induced DSBs are normally transient, binding of the topoisomerase-DNA
complex by TOPII-poisons blocks re-ligation of these breaks, leading to damage persistence [90].
In both cases, the formation of DSBs will lead to induction of cell death. Because TOPI-poisons induce
SSBs that can be converted into DSBs as a result from fork stalling during replication, both the BER
and HR machinery are important in the cellular response to these compounds [91,92]. However, as
TOPII-poisons induce DSBs throughout the cell cycle, HR and NHEJ can both be activated as a repair
pathway [93,94].
3.2.4. Antitumor Antibiotics
Antitumor antibiotics are a class of chemotherapeutics with various DNA-centered mechanisms of
actions, partially overlapping with the chemotherapeutic classes described above. The main difference
with the other chemotherapeutic classes is that antitumor antibiotics are derived from microbes such
as Streptomyces. Important classes of antibiotics used in cancer care include anthracyclines, mitomycin
C and bleomycin. Anthracyclines, with doxorubicin as a well-known example, both intercalate in the
DNA and function as a TOPII-poison [95,96]. Additionally, these compounds generate high levels of
ROS. However, the complete mechanism of action of doxorubicin is currently still unknown and a
variety of other anticancer mechanisms have been proposed [97]. In contrast, mitomycin C functions as
an alkylating compound by forming covalent linkages with the DNA [98]. Finally, bleomycins mimic
the effects of IR by generation of ROS and subsequent DNA damage induction [99]. For this reason,
these compounds are classified as a ‘radiomimetic’.
3.2.5. Improvement of Chemotherapy
Compared to other rapidly evolving fields such as targeted therapies and immunotherapy,
truly novel developments for cytotoxic chemotherapies are lagging behind. Few new cytotoxic
chemotherapeutic drugs have reached the clinic in the past few years, with trabectedin, an alkylating
compound that can interact with transcription, DNA repair and the tumor micro-environment, as
one of the examples [100]. Rather, developments of chemotherapeutics have focused on the design
of structural analogues of already approved compounds [69]. A good example is the design of
cisplatin analogues, such as carboplatin, to improve drug properties, especially with regard to toxicity
profiles [78]. Additionally, developments for cytotoxic chemotherapy include improved drug targeting
and delivery methods, such as the use of liposomes and other nanocarriers and the use of pro-drugs
that are activated by tumor-specific factors [101,102]. Furthermore, de-escalation of chemotherapeutic
treatment, lowering treatment intensity to a point where the same beneficial clinical effect can be
reached as when using the original dose, has gained a lot of attention for toxicity reduction [103].
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Finally, a very important development, as for the other therapies described in this review, is the use of
chemotherapeutics in combination regimens. This will be further explained below.
3.3. Targeted Therapies: Modulators of the DDR
While radiotherapy and cytotoxic chemotherapy target tumors through their relatively fast
proliferation rate, the field of oncology has been shifting towards a form of medicine where
tumor-specific factors can be targeted, leading to more favorable therapeutic windows [104].
These factors could be proteins that play a crucial role in the survival of tumor cells, while they
are less important in healthy cells. Given the important role of the DDR in the cellular response to
DNA damage and the fact that cancer cells often are genomically unstable and have inactivation of one
or more DDR pathways, the development of drugs targeting DDR proteins has received considerable
attention in the past few years [1]. These DDR modulators have been under investigation both as
monotherapies and in combination with other DNA damaging therapies.
In many cases, especially in a monotherapy setting, the rationale behind the development of these
DDR modulators is based on the concept of ‘synthetic lethality’: in cancer cells having loss-of-function
mutations in DDR genes, consequently impairing a certain DDR pathway, the pharmacological
inhibition of back-up pathways can lead to tumor-specific cell killing or proliferation inhibition [105].
Healthy cells that do not have this loss-of-function mutation are not dependent on these back-up
pathways and will be able to repair the corresponding type of DNA damage via the original pathway.
The textbook example of this concept is the inhibition of poly(ADP-ribose) polymerase (PARP) for
breast cancer gene 1/2 (BRCA1/2)-deficient tumors [106]. Its underlying principle is that BRCA1- or
BRCA2-deficiency leads to impaired HR in cancer cells, weakening the DSB repair capacity in these
cells specifically. PARP inhibitors block the function of PARP1, an enzyme crucial in SSB repair [107].
Unrepaired SSBs will be converted to one-ended DSBs during replication, which require HR for repair.
However, this is not possible due to the HR-deficiency of the cancer cells. In addition, PARP inhibitors
can physically trap PARP onto the DNA, forming an obstacle for the replication fork and leading to fork
stalling [108]. Collapse of stalled replication forks can consequently lead to additional DSB formation.
The accumulation of DSBs during S-phase by PARP inhibitor treatment, in combination with impaired
HR, results in a potent anticancer activity while healthy cells are not affected. Promising clinical results
demonstrating this concept ultimately led to the approval of four different PARP inhibitors (olaparib,
niraparib, rucaparib and talazoparib) for treatment of breast, ovarian and pancreatic cancer [109].
In addition to PARP inhibitors, several other DDR modulators are being evaluated. One of
the strategies that has made the most clinical progress is inhibition of ataxia telangiectasia and
Rad3-related (ATR) protein kinase, with currently several compounds in phase II clinical trials [110].
As a monotherapy, ATR inhibitors are effective in cancer cells with mutations in various proteins
involved in DSB repair, including ATM [111]. ATR is essential in the response to replication stress
and prevents the collapse of stalled replication forks, which would lead to DSB formation [112]. ATM
mediates the initiation of DSB repair and is a central player in the activation of cell cycle checkpoints.
Therefore, the proposed mechanism behind the synthetic lethal relationship between ATR and ATM is
that ATR inhibition increases the number of DSBs and tumor-specific loss-of-function mutations in
ATM impair the repair of these DSBs [113]. Similarly, synthetic lethal relationships of ATR and several
proteins involved in HR have been found [114]. In addition, a variety of other DDR modulators are in
clinical development and a vast amount of preclinical research currently focuses on the identification
of novel potential drug targets, aided by the use of high throughput synthetic lethality screens [115].
Crucial to the use of DDR modulators, both in a monotherapy and combinatorial context, is the
identification of patient-specific biomarkers. Detection tests should be able to accurately identify
cancer-specific mutations that can be targeted through a synthetic lethal approach. Constant technical
revolutions in patient stratification techniques such as next generation sequencing are resulting in
different test types that can now guide treatment decisions [116]. For example, for PARP inhibitors,
techniques identifying HR-deficient patients range from sequencing to functional ex vivo assays of
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DSB repair on tumor tissue [117]. Illustrating the need for patient stratification, BRACAnalysis CDx,
a sequencing-based test for BRCA1/2 mutations, has been FDA-approved as a companion diagnostic
for PARP inhibitor treatment [118].
Despite the effectiveness of DDR modulators against a range of cancers, multiple resistance
mechanisms have been reported. For PARP inhibitors, for example, these include increased drug efflux
and reactivating mutations in BRCA1/2 genes [119]. An important strategy to counteract resistance
could be the combination of DDR modulators with other DNA damage-inducing therapies, which will
be further described below.
4. Combination Approaches Involving DNA Damage-Inducing Therapies
The combination of different anticancer modalities is seen as an important future direction for cancer
treatment and this is also a significant area of interest for DNA damage-inducing therapies [120,121].
The use of combination treatments has several potential advantages over monotherapy application,
mainly increased anticancer efficacy and reduced toxicity. The latter can occur when two or more
drugs can be used at a lower concentration than when they would be administered as a monotherapy.
Moreover, if the used agents target different cellular pathways, development of acquired resistance can
be delayed or prevented.
Clinically relevant combination therapies can show an additive effect, where the effect of the
combination is merely the sum of the effects of the independent DNA damaging agents [122]. This occurs
when the components of a combination regimen induce two mechanistically separate forms of DNA
damage. However, ideally, the combination of two given agents is synergistic, where the effect of
multiple drugs combined is greater than the sum of their individual effects. Synergistic effects can
result from interactions between two or more drugs on multiple levels, including that of the DDR.
Importantly, to exploit the advantages of combination therapies, a rational method of combination
design is necessary, based on extensive knowledge of therapy mechanism of action including activated
DDR pathways.
In this section we will summarize the main combinatorial approaches for DNA damage-inducing
therapies, as well as combinations of those therapies with immunotherapy.
4.1. Radiotherapy and Chemotherapy Combinations
One of the oldest combination strategies in oncology is that of combining multiple cytotoxic
chemotherapies, which was already put into practice in the 1950s [123]. Nowadays, chemotherapeutic
combinations are still very effective treatments for various malignancies, such as childhood acute
lymphoblastic leukemia [124]. Over the years, many chemotherapeutic combinations have been
developed showing a potent antitumor effect through additive effects. However, synergistic
combinations of chemotherapeutics can be achieved when the DNA damaging mechanisms of
individual compounds can amplify each other. A notable example of a chemotherapeutic class that is
used in several successful chemotherapy combinations are antimetabolites [125,126]. By interfering
with nucleotide synthesis and their incorporation in newly synthesized DNA, these compounds
can inhibit the repair of DNA damage induced by other chemotherapeutics [125]. An example is
the introduction of a combination regimen containing oxaliplatin, irinotecan and the antimetabolite
5-FU (FOLFIRINOX) for the treatment of metastatic pancreatic cancer. Although this treatment was
unfortunately associated with increased toxicity, its development marks one of the most significant
steps forward in treating this malignancy up to this date [127].
Several years after the first chemotherapy combinations, the combination of radiotherapy and
chemotherapy was introduced in the clinic [128]. In addition to the fact that these regimens increased
antitumor efficacy as compared to radiotherapy alone for various cancers, they provide the opportunity
for spatial cooperation; while radiotherapy can be used for treatment of local tumors, systemic
chemotherapy can be used for (distant) metastases [129]. Similar to chemotherapy combinations,
DDR-mediated cellular responses to radiotherapy- and chemotherapy-induced DNA damage can
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interact in various ways, leading to potent combination therapies. One example is the combination of
cisplatin with radiotherapy, which is now successfully being used for treatment of, amongst others,
cervical cancer [130]. Cisplatin treatment leads to the formation of DNA adducts that can block repair
of nearby IR-induced DNA breaks, resulting in damage persistence and cell death [131]. Furthermore,
the effectiveness of antimetabolites in combination therapies has also been shown in combination with
radiotherapy. In this case, antimetabolites can inhibit repair of IR-induced DNA damage. For example,
5-FU is used in combination with radiotherapy for the treatment of gastrointestinal tumors [132].
Finally, the combination of different types of radiotherapy is commonly applied, with the
combination of EBRT and brachytherapy as a notable example. In the treatment of cervical cancer,
this regimen was shown to result in increased cancer-specific survival and overall survival as compared
to EBRT alone [133]. The use of brachytherapy in addition to EBRT has the advantage of delivering a
high local dose to the tumor specifically.
A challenge in developing radiotherapy or chemotherapy combinations is selecting the right
therapy timing and sequence, since this has implications for both efficacy and toxicity. It is important
to compare between concomitant versus sequential administration of multiple agents. For example,
combinations of radiotherapy and chemotherapy led to better patient outcome in locally advanced
non-small cell lung cancer when administered concomitantly, although this was associated with
increased toxicity as compared to sequential administration [134]. The most effective therapy
sequence strategy is highly dependent on the used agents, dose and specific disease indication
and thus requires optimization for specific cases. A second challenge is the identification of
biomarkers to select patients for specific combinations, which could be cancer-specific DDR defects.
As an example, combining temozolomide with radiotherapy for glioblastoma treatment led to
improved outcome as compared to radiotherapy alone, but only in tumors with a silenced gene
for MGMT [135]. The underlying mechanism is that MGMT is involved in the removal of DNA
alkylations by temozolomide. A functional MGMT protein might thus counteract the radiosensitization
by temozolomide by repairing temozolomide-induced DNA damage.
4.2. DDR Modulator Combinations
In addition to DDR modulator monotherapy treatments, of which efficacy mainly depends on
synthetic lethal relationships with cancer-specific DDR mutations, combinations with other DNA
damage-inducing therapies are actively being investigated [1]. Currently most data on DDR modulator
combination regimens is available for PARP inhibitors, but other compounds such as ATR inhibitors are
gaining increasing attention [136]. An important condition for these combination therapies is that the
DDR modulator impairs a pathway involved in repair of the induced DNA damage by radiotherapy
or chemotherapy, thereby leading to damage persistence and increase of cell death. Demonstrating
this concept, inhibitors of DNA-PK are investigated as a sensitizing agent for radiotherapy and
chemotherapy [137]. DNA-PK is an important player in NHEJ. Unfortunately, clinical trials of
combinations of DNA damaging therapies with DDR modulators resulted in unfavorable toxicity
profiles [1]. For example, combining PARP inhibitors with chemotherapy resulted in overlapping bone
marrow toxicity [138,139]. This underlines the necessity for more detailed insight in dosing and timing
schemes to allow further development.
Cancers that harbor DDR mutations might also benefit from targeting multiple DDR components:
for example, inhibition of ATR after PARP inhibitor therapy can overcome PARP inhibitor resistance in
tumors with a BRCA-mutant genetic background [140]. In addition, using multiple DDR modulators
can induce an artificial form of synthetic lethality in cancers without DDR mutations that can be
exploited by DDR modulator monotherapies: simultaneous application of multiple DDR modulators
can impair both a repair pathway and a back-up pathway at the same time [141]. In the absence of
specific DDR defects in the tumor, it is the intrinsically higher amount of DNA damage due to genomic
instability in cancer cells as compared to healthy cells that will result in a potentially acceptable
therapeutic window. The independence of these combinations on specific DDR mutations could
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make them applicable to a larger patient population than other DDR modulator-based therapies.
However, similar to combinations of DDR modulators with chemotherapy, a potential drawback of
combining multiple DDR modulators are the overlapping toxicity profiles, especially with regard
to bone marrow toxicity [142]. Thus, determining optimal dosing, timing and sequencing of these
combination therapies is crucial.
4.3. Immunotherapy Combinations
Few therapies in oncology have seen such tremendous development during the past two decades
as immunotherapy [143]. Nowadays immunotherapy is positioned as one of the major pillars of cancer
treatment, among surgery, radiotherapy and chemotherapy. Generally, this group of therapies works
by empowering the body’s own immune system to eradicate cancer cells. However, tumors employ
multiple cellular mechanisms to evade recognition and cell killing by immune system components, of
which one is the upregulation of immune checkpoint molecules that bind and inhibit adaptive immune
cells [144]. The application of antibodies against these molecules, called immune checkpoint inhibitors,
can significantly counteract this form of immune evasion [145].
DNA-damaging therapies have the ability to potentiate the immune response to kill cancer
cells [146,147]. Currently multiple clinical trials are running that investigate combinations of
immune checkpoint inhibitors with radiotherapy, chemotherapy and DDR modulators. Importantly,
treatment with DNA damaging agents can lead to immunogenic cell death, resulting in release of
tumor-specific antigens and, among other factors, danger-associated molecular pathogens (DAMPs) in
the environment [148]. Both these antigens and DAMPs can stimulate the adaptive immune response.
However, the relationship between tumor DNA damage, DNA damage repair and the immune system
is complex. Currently a wide variety of other potential mechanisms by which therapy-induced DNA
damage and repair influence the anticancer immune response are under investigation (reviewed
in [149]). An example is the activation of the stimulator of interferon genes pathway in the tumor
cell by cytosolic DNA fragments after DNA damage induction. This will lead to transcription of
pro-inflammatory interferon genes, stimulating the immune response [150].
In addition to investigating the mechanisms of immunogenicity of DNA damage-inducing
therapies, current research focuses on selection of suitable agents to combine with immunotherapy and
optimal dosing, sequence and timing [147]. Furthermore, identification of patient-specific biomarkers
to predict therapy efficacy for these combination regimens is a major focus point. Given the interplay
between DNA damage and repair and immunotherapy, cancer-specific DDR defects are currently
considered as potential valuable biomarkers [149].
5. Conclusions
DNA damage-inducing therapies have been of great importance for cancer treatment for decades.
The DDR is a crucial network in the cellular response to these therapies, guiding the decision between
repair of induced DNA lesions or induction of detrimental cellular fates such as cell death. Additionally,
the DDR plays a major role in both intrinsic and acquired therapy resistance. A large amount of
research efforts has led to an improved understanding of DNA damage-inducing drug properties and
the DDR pathways that mediate resulting cellular responses.
Currently a multitude of developments are predicting the important role for DNA
damage-inducing treatments in oncology to continue. Next to ongoing developments for the ‘classical’
therapies, radiotherapy and cytotoxic chemotherapy, the introduction of targeted drugs in oncology
has found its way into the field of DNA damage-inducing therapies through the development of DDR
modulators. Furthermore, combination therapies are an important future direction in oncology, as they
can increase anticancer efficacy of other treatments compared to monotherapy and lower the chance of
development of resistance. It is important to note that in some cases the pronounced cytotoxic effects
of radiotherapy and chemotherapy can be indispensable to achieve a potent and durable anticancer
response in combination therapies. Moreover, radiotherapy and cytotoxic chemotherapy are still
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a very effective first line treatment for a large variety of malignancies. It is therefore unlikely that
targeted therapies and other regimens such as immunotherapy will completely replace radiotherapy
and cytotoxic chemotherapy in the near future, but rather it is the careful selection, based on a
specific cancer genotype or phenotype, or combination of these modalities that is of great potential for
cancer treatment.
Important future challenges for DNA damage-inducing therapies include the further elucidation
of therapy mechanisms of action and crucial components of the DDR that mediate the cellular
response to therapy. A more detailed understanding of these properties can guide selection of DNA
damaging agents and treatment schemes for specific cancers. Notably, the improved understanding
of cellular therapy responses aids in the rational development of novel combination regimens of
DNA damage-inducing agents, potentially also with other therapy types such as immunotherapy.
This knowledge is also crucial for identifying biomarkers to guide patient selection for specific agents.
Although for DNA damaging agents these biomarkers are often DDR-based, other cellular factors
such as tumor proliferation rate might also play a role here. The identification of biomarkers not only
has the potential to personalize targeted therapies, but can also be used to refine radiotherapy and
chemotherapy. Ultimately, adaptation of treatment schemes to specific patients could lead to further
improvement of therapeutic windows.
Author Contributions: Conceptualization, T.G.A.R. and J.N.; writing—original draft preparation, T.G.A.R.,
J.N.; writing—review and editing, J.N., R.K. All authors have read and agreed to the published version of
the manuscript.
Funding: This work was supported by the Dutch Cancer Society (KWF, grant number 11840), by the Gravitation
program CancerGenomiCs.nl from the Netherlands Organisation for Scientific Research (NWO) and is part of the
Oncode Institute, which is partly financed by the Dutch Cancer Society.
Conflicts of Interest: The authors declare no conflict of interest.

References
1.
2.
3.
4.
5.

6.
7.

8.
9.
10.
11.
12.
13.

Pilié, P.; Tang, C.; Mills, G.; Yap, T. State-of-the-art strategies for targeting the DNA damage response in
cancer. Nat. Rev. Clin. Oncol. 2019, 16, 81–104. [CrossRef] [PubMed]
Ciccia, A.; Elledge, S.J. The DNA Damage Response: Making It Safe to Play with Knives. Mol. Cell 2010, 40,
179–204. [CrossRef] [PubMed]
Hoeijmakers, J.H.J. DNA Damage, Aging, and Cancer. N. Engl. J. Med. 2009, 361, 1475–1485. [CrossRef]
Yixin Yao, W.D. Genomic Instability and Cancer. J. Carcinog. Mutagen. 2014, 5, 1–3.
Delaney, G.; Jacob, S.; Featherstone, C.; Barton, M. The role of radiotherapy in cancer treatment: Estimating
optimal utilization from a review of evidence-based clinical guidelines. Cancer 2005, 104, 1129–1137.
[CrossRef] [PubMed]
DeVita, V.T.; Chu, E. A history of cancer chemotherapy. Cancer Res. 2008, 68, 8643–8653. [CrossRef]
Gianfaldoni, S.; Gianfaldoni, R.; Wollina, U.; Lotti, J.; Tchernev, G.; Lotti, T. An overview on radiotherapy:
From its history to its current applications in dermatology. Open Access Maced. J. Med. Sci. 2017, 5, 521–525.
[CrossRef]
De Ruysscher, D.; Niedermann, G.; Burnet, N.G.; Siva, S.; Lee, A.W.M.; Hegi-Johnson, F. Radiotherapy
toxicity. Nat. Rev. Dis. Prim. 2019, 5, 13. [CrossRef]
Redmond, K.M.; Wilson, T.R.; Johnston, P.G.; Longley, D.B. Resistance mechanisms to cancer chemotherapy.
Front. Biosci. 2008, 13, 5138–5154. [CrossRef]
Dexheimer, T. DNA repair Pathways and Mechanisms. In DNA Repair of Cancer Stem Cells; Springer:
Berlin/Heidelberg, Germany, 2014; pp. 19–32. ISBN 9789400745902.
Cannan, W.; Pederson, D. Mechanisms and Consequences of Double-strand DNA Break Formation in
Chromatin. J. Cell Physiol. 2016, 231, 3–14. [CrossRef]
Frankenberg-Schwager, M.; Frankenberg, D. DNA double-Strand breaks: Their repair and relationship to
cell killing in yeast. Int. J. Radiat. Biol. 1990, 58, 569–575. [CrossRef]
Pfeiffer, P. Mechanisms of DNA double-strand break repair and their potential to induce chromosomal
aberrations. Mutagenesis 2000, 15, 289–302. [CrossRef] [PubMed]

Cancers 2020, 12, 2098

14.
15.

16.
17.
18.
19.
20.
21.
22.
23.
24.
25.
26.
27.
28.
29.
30.

31.
32.
33.

34.

35.

36.
37.
38.
39.

16 of 22

Bauer, N.C.; Corbett, A.H.; Doetsch, P.W. The current state of eukaryotic DNA base damage and repair.
Nucleic Acids Res. 2015, 43, 10083–10101. [CrossRef] [PubMed]
Clingen, P.H.; Arlett, C.F.; Roza, L.; Mori, T.; Nikaido, O.; Green, M.H.L. Induction of Cyclobutane Pyrimidine
Dimers, Pyrimidine(6-4)pyrimidone Photoproducts, and Dewar Valence Isomers by Natural Sunlight in
Normal Human Mononuclear Cells. Cancer Res. 1995, 55, 2245–2248.
Deans, A.J.; West, S.C. DNA interstrand crosslink repair and cancer. Nat. Rev. Cancer 2011, 11, 467–480.
[CrossRef]
Kastan, M.B.; Bartek, J. Cell-cycle checkpoints and cancer. Nature 2004, 432, 316–323. [CrossRef]
Lomax, M.E.; Folkes, L.K.; O’Neill, P. Biological consequences of radiation-induced DNA damage: Relevance
to radiotherapy. Clin. Oncol. 2013, 25, 578–585. [CrossRef]
Krokan, H.E.; Bjoras, M. Base Excision Repair. Cold Spring Harb Perspect Biol. 2013, 5. [CrossRef] [PubMed]
Marteijn, J.A.; Lans, H.; Vermeulen, W.; Hoeijmakers, J.H.J. Understanding nucleotide excision repair and its
roles in cancer and ageing. Nat. Rev. Mol. Cell Biol. 2014, 15, 465–481. [CrossRef] [PubMed]
Sengerová, B.; Wang, A.T.; Mchugh, P.J. Orchestrating the nucleases involved in DNA interstrand cross-link
(ICL) repair. Cell Cycle 2011, 10, 3999–4008. [CrossRef]
Budzowska, M.; Zhang, J.; Budzowska, M.; Drohat, A.C.; Walter, J.C. Replication-Dependent Unhooking of
DNA Interstrand Cross-Links by the NEIL3 Glycosylase. Cell 2016, 167, 498–511.
Chapman, J.R.; Taylor, M.R.G.; Boulton, S.J. Playing the End Game: DNA Double-Strand Break Repair
Pathway Choice. Mol. Cell 2012, 47, 497–510. [CrossRef] [PubMed]
Li, G.M. Mechanisms and functions of DNA mismatch repair. Cell Res. 2008, 18, 85–98. [CrossRef] [PubMed]
Yap, M.L.; Zubizarreta, E.; Bray, F.; Ferlay, J.; Barton, M. Global Access to Radiotherapy Services: Have We
Made Progress During the Past Decade? J. Glob. Oncol. 2016, 2, 207–215. [CrossRef] [PubMed]
Citrin, D.E. Recent developments in radiotherapy. N. Engl. J. Med. 2017, 377, 1065–1075. [CrossRef]
Vandyk, J.; Battista, J. Cobalt-60: An old modality, a renewed challenge. Curr. Oncol. 1995, 3, 8–17.
Tian, X.; Liu, K.; Hou, Y.; Cheng, J.; Zhang, J. The evolution of proton beam therapy: Current and future
status (Review). Mol. Clin. Oncol. 2017, 8, 15–21. [CrossRef]
Kanderup, K.; Menard, C.; Polgar, C.; Lindegaard, J.; Kirisits, C.; Potter, R. Advancements in brachytherapy.
Adv. Drug Deliv. Rev. 2017, 109, 15–25. [CrossRef]
Nitipir, C.; Niculae, D.; Orlov, C.; Barbu, M.A.; Popescu, B.; Popa, A.M.; Pantea, A.M.S.; Stanciu, A.E.;
Galateanu, B.; Ginghina, O.; et al. Update on radionuclide therapy in oncology. Oncol. Lett. 2017, 14,
7011–7015.
Mohan, R.; Peeler, C.; Guan, F.; Bronk, L.; Cao, W.; Grosshans, D. Radiobiological issues in proton therapy.
Acta Oncol. 2017, 56, 1363–1373. [CrossRef]
Zaider, M.; Bardash, M.; Fung, A. Molecular damage induced directly and indirectly by ionizing radiation in
DNA. Int. J. Radiat. Biol. 1994, 66, 459–465. [CrossRef]
Gulston, M. Clustered DNA damage induced by gamma radiation in human fibroblasts (HF19), hamster
(V79-4) cells and plasmid DNA is revealed as Fpg and Nth sensitive sites. Nucleic Acids Res. 2002, 30,
3464–3472. [CrossRef] [PubMed]
Sutherland, B.M.; Bennett, P.V.; Sidorkina, O.; Laval, J. Clustered DNA damages induced in isolated DNA and
in human cells by low doses of ionizing radiation. Proc. Natl. Acad. Sci. USA 2000, 97, 103–108. [CrossRef]
[PubMed]
Nikitaki, Z.; Nikolov, V.; Mavragani, I.V.; Mladenov, E.; Mangelis, A.; Laskaratou, D.A.; Fragkoulis, G.I.;
Hellweg, C.E.; Martin, O.A.; Emfietzoglou, D.; et al. Measurement of complex DNA damage induction and
repair in human cellular systems after exposure to ionizing radiations of varying linear energy transfer (LET).
Free Radic. Res. 2016, 50, S64–S78. [CrossRef] [PubMed]
Dobbs, T.A.; Palmer, P.; Maniou, Z.; Lomax, M.E.; O’Neill, P. Interplay of two major repair pathways in the
processing of complex double-strand DNA breaks. DNA Repair (Amst.) 2008, 7, 1372–1383. [CrossRef]
Thomlinson, R.H.; Gray, L.H. The histological structure of some human lung cancers and the possible
implications for radiotherapy. Br. J. Cancer 1955, 9, 539–549. [CrossRef]
Sinclair, W.K.; Morton, R.A. X-Ray Sensitivity during the Cell Generation Cycle of Cultured Chinese Hamster
Cells. Radiat. Res. 1966, 29, 450–474. [CrossRef]
Gerweck, L.E.; Vijayappa, S.; Kurimasa, A.; Ogawa, K.; Chen, D.J. Tumor cell radiosensitivity is a major
determinant of tumor response to radiation. Cancer Res. 2006, 66, 8352–8355. [CrossRef]

Cancers 2020, 12, 2098

40.
41.
42.
43.
44.
45.

46.
47.

48.

49.

50.

51.

52.

53.
54.

55.
56.

57.
58.
59.

60.

17 of 22

McKinnon, P.J. ATM and ataxia telangiectasia. EMBO Rep. 2004, 5, 772–776. [CrossRef]
Forker, L.J.; Choudhury, A.; Kiltie, A.E. Biomarkers of Tumour Radiosensitivity and Predicting Benefit from
Radiotherapy. Clin. Oncol. 2015, 27, 561–569. [CrossRef]
Withers, H.R. Biologic basis for altered fractionation schemes. Cancer 1985, 55, 2086–2095. [CrossRef]
Wilson, R. Radiological use of fast protons. Radiology 1946, 47, 487–491. [CrossRef] [PubMed]
Vitti, E.T.; Parsons, J.L. The radiobiological effects of proton beam therapy: Impact on DNA damage and
repair. Cancers 2019, 11, 946. [CrossRef] [PubMed]
Britten, R.A.; Nazaryan, V.; Davis, L.K.; Klein, S.B.; Nichiporov, D.; Mendonca, M.S.; Wolanski, M.; Nie, X.;
George, J.; Keppel, C. Variations in the RBE for Cell Killing Along the Depth-Dose Profile of a Modulated
Proton Therapy Beam. Radiat. Res. 2013, 179, 21–28. [CrossRef] [PubMed]
Skowronek, J. Low-dose-rate or high-dose-rate brachytherapy in treatment of prostate cancer—Between
options. J. Contemp. Brachyther. 2013, 5, 33–41. [CrossRef]
Sun Myint, A.; Stewart, A.; Mills, J.; Sripadam, R.; Whitmarsh, K.; Roy, R.; Franklin, A.; Dhadda, A. Treatment:
The role of contact X-ray brachytherapy (Papillon) in the management of early rectal cancer. Color. Dis. 2019,
21, 45–52. [CrossRef]
Kaufman, S.A.; DiPetrillo, T.A.; Price, L.L.; Midle, J.B.; Wazer, D.E. Long-term outcome and toxicity in a Phase
I/II trial using high-dose-rate multicatheter interstitial brachytherapy for T1/T2 breast cancer. Brachytherapy
2007, 6, 286–292. [CrossRef]
Martinez, A.; Demanes, J.; Vargas, C.; Schour, L.; Ghilezan, M.; Gustafson, G. High-Dose-Rate Prostate
Brachytherapy: An Excellent Accelerated-Hypofractionated Treatment for Favorable Prostate Cancer. Am. J.
Clin. Oncol. 2010, 33, 481–488. [CrossRef]
Lettmaier, S.; Kreppner, S.; Lotter, M.; Walser, M.; Ott, O.; Fietkau, R.; Strnad, V. Radiation exposure of the
heart, lung and skin by radiation therapy for breast cancer: A dosimetric comparison between partial breast
irradiation using multicatheter brachytherapy and whole breast teletherapy. Radiother. Oncol. 2011, 100,
189–194. [CrossRef]
Chen, H.; Bao, Y.; Yu, L.; Jia, R.; Cheng, W.; Shao, C. Comparison of Cellular Response to low-dose-rate 125I
seed irradiation and high-dose-rate gamma irradiation in human lung cancer cells. Brachytherapy 2012, 11,
149–156. [CrossRef]
Carignan, D.; Lessard, T.; Villeneuve, L.; Desjardins, S.; Magnan, S.; Després, P.; Martin, A.G.; Foster, W.;
Guillemette, C.; Lévesque, É.; et al. DNA repair gene polymorphisms, tumor control, and treatment toxicity
in prostate cancer patients treated with permanent implant prostate brachytherapy. Prostate 2020, 80, 632–639.
[CrossRef] [PubMed]
Memon, K.; Lewandowski, R.; Kulik, L.; Riaz, A.; Mulcahy, M.; Salem, R. Radioembolization for primary and
metastatic liver cancer. Semin. Radiat. Oncol. 2011, 21, 294–302. [CrossRef] [PubMed]
Riaz, A.; Gates, V.L.; Atassi, B.; Lewandowski, R.J.; Mulcahy, M.F.; Ryu, R.K.; Sato, K.T.; Baker, T.;
Kulik, L.; Gupta, R.; et al. Radiation segmentectomy: A novel approach to increase safety and efficacy of
radioembolization. Int. J. Radiat. Oncol. Biol. Phys. 2011, 79, 163–171. [CrossRef] [PubMed]
Sfakianakis, G.N.; DeLand, F.H. Radioimmunodiagnosis and Radioimmunotherapy. J. Nucl. Med. 1982, 23,
840–850.
Bodei, L.; Kidd, M.; Paganelli, G.; Grana, C.M.; Drozdov, I.; Cremonesi, M.; Lepensky, C.; Kwekkeboom, D.J.;
Baum, R.P.; Krenning, E.P.; et al. Long-term tolerability of PRRT in 807 patients with neuroendocrine tumours:
The value and limitations of clinical factors. Eur. J. Nucl. Med. Mol. Imaging 2015, 42, 5–19. [CrossRef]
Kassis, A. Therapeutic Radionuclides: Biophysical and Radiobiologic Principles. Semin. Nucl. Med. 2008, 38,
358–366. [CrossRef]
Pouget, J.P.; Lozza, C.; Deshayes, E.; Boudousq, V.; Navarro-Teulon, I. Introduction to radiobiology of
targeted radionuclide therapy. Front. Med. 2015, 2, 12. [CrossRef]
Song, H.; Senthamizhchelvan, S.; Hobbs, R.F.; Sgouros, G. Alpha Particle Emitter Radiolabeled Antibody for
Metastatic Cancer: What Can We Learn from Heavy Ion Beam Radiobiology? Antibodies 2012, 1, 124–148.
[CrossRef]
Franken, N.A.P.; Hovingh, S.; Ten Cate, R.; Krawczyk, P.; Stap, J.; Hoebe, R.; Aten, J.; Barendsen, G.W. Relative
biological effectiveness of high linear energy transfer α-particles for the induction of DNA-double-strand
breaks, chromosome aberrations and reproductive cell death in SW-1573 lung tumour cells. Oncol. Rep. 2012,
27, 769–774. [CrossRef]

Cancers 2020, 12, 2098

61.
62.

63.
64.

65.
66.

67.
68.

69.
70.
71.
72.
73.
74.

75.
76.

77.
78.
79.
80.
81.
82.
83.

18 of 22

Pouget, J.P.; Navarro-Teulon, I.; Bardiès, M.; Chouin, N.; Cartron, G.; Pèlegrin, A.; Azria, D. Clinical
radioimmunotherapy-the role of radiobiology. Nat. Rev. Clin. Oncol. 2011, 8, 720–734. [CrossRef]
Fondell, A.; Edwards, K.; Ickenstein, L.M.; Sjöberg, S.; Carlsson, J.; Gedda, L. Nuclisome: A novel concept
for radionuclide therapy using targeting liposomes. Eur. J. Nucl. Med. Mol. Imaging 2010, 37, 114–123.
[CrossRef]
Hoefnagel, A. Radionuclide therapy of the thyroid. Nucl. Med. 1991, 18, 408–431.
Strosberg, J.; El-Haddad, G.; Wolin, E.; Hendifar, A.; Yao, J.; Chasen, B.; Mittra, E.; Kunz, P.L.; Kulke, M.H.;
Jacene, H.; et al. Phase 3 trial of 177lu-dotatate for midgut neuroendocrine tumors. N. Engl. J. Med. 2017, 376,
125–135. [CrossRef] [PubMed]
Ruigrok, E.A.M.; Van Weerden, W.M.; Nonnekens, J.; De Jong, M. The future of PSMA-targeted radionuclide
therapy: An overview of recent preclinical research. Pharmaceutics 2019, 11, 560. [CrossRef] [PubMed]
O’Neill, E.; Kersemans, V.; Allen, P.D.; Terry, S.Y.A.; Baguña Torres, J.; Mosley, M.; Smart, S.C.; Lee, B.Q.;
Falzone, N.; Vallis, K.A.; et al. Imaging DNA Damage Repair in vivo Following 177 Lu-DOTATATE Therapy.
J. Nucl. Med. 2019, 61, 743–750. [CrossRef]
Feijtel, D.; de Jong, M.; Nonnekens, J. Peptide receptor radionuclide therapy: Looking back, looking forward.
Curr. Top. Med. Chem. 2020. [CrossRef]
Goodman, L.; Wintrobe, M.; Dameshek, W.; Goodman, M.; Gilman, A.; McLennan, M. Nitrogen mustard
therapy; use of methyl-bis (beta-chloroethyl) amine hydrochloride and tris (beta-chloroethyl) amine
hydrochloride for Hodgkin’s disease, lymphosarcoma, leukemia and certain allied and miscellaneous
disorders. J. Am. Med. Assoc. 1946, 21, 126–132. [CrossRef]
Cheung-Ong, K.; Giaever, G.; Nislow, C. DNA-damaging agents in cancer chemotherapy: Serendipity and
chemical biology. Chem. Biol. 2013, 20, 648–659. [CrossRef]
Krishnan, B.; Morgan, G.J. Non-Hodgkin lymphoma secondary to cancer chemotherapy. Cancer Epidemiol.
Biomarkers Prev. 2007, 16, 377–380. [CrossRef]
Wang, Y.; Probin, V.; Zhou, D. Cancer Therapy-Induced Residual Bone Marrow Injury: Mechanisms of
Induction and Implication for Therapy. Curr. Cancer Ther. Rev. 2006, 2, 271–279. [CrossRef]
Pai, V.B.; Nahata, M.C. Cardiotoxicity of chemotherapeutic agents. Incidence, treatment and prevention.
Drug Saf. 2000, 22, 263–302. [CrossRef]
Hansen, L.T.; Lundin, C.; Spang-Thomsen, M.; Petersen, L.N.; Helleday, T. The role of RAD51 in etoposide
(VP16) resistance in small cell lung cancer. Int. J. Cancer 2003, 105, 472–479. [CrossRef]
Drabløs, F.; Feyzi, E.; Aas, P.; Vaagbø, C.; Kavli, B.; Bratlie, M.; Peña-Diaz, J.; Otterlei, M.; Slupphaug, G.;
Krokan, H. Alkylation damage in DNA and RNA—Repair mechanisms and medical significance. DNA
Repair (Amst.) 2004, 3, 1389–1407.
Fu, D.; Calvo, J.A.; Samson, L.D. Balancing repair and tolerance of DNA damage caused by alkylating agents.
Nat. Rev. Cancer 2012, 12, 104–120. [CrossRef]
Samson, L.; Thomale, J.; Rajewsky, M.F. Alternative pathways for the in vivo repair of O6-alkylguanine and
O4-alkylthymine in Escherichia coli: The adaptive response and nucleotide excision repair. EMBO J. 1988, 7,
2261–2267. [CrossRef]
Wang, K.; Lu, J.; Li, R. The events that occur when cisplatin encounters cells. Coord. Chem. Rev. 1996, 151,
53–88. [CrossRef]
Kelland, L. The resurgence of platinum-based cancer chemotherapy. Nat. Rev. Cancer 2007, 7, 573–584.
[CrossRef]
Damia, G.; Broggini, M. Platinum resistance in ovarian cancer: Role of DNA repair. Cancers 2019, 11, 119.
[CrossRef]
Rocha, C.R.R.; Silva, M.M.; Quinet, A.; Cabral-Neto, J.B.; Menck, C.F.M. DNA repair pathways and cisplatin
resistance: An intimate relationship. Clinics 2018, 73. [CrossRef]
Parker, W.B. Enzymology of purine and pyrimidine antimetabolites used in the treatment of cancer. Chem. Rev.
2009, 109, 2880–2893. [CrossRef]
Longley, D.B.; Harkin, D.P.; Johnston, P.G. 5-Fluorouracil: Mechanisms of action and clinical strategies.
Nat. Rev. Cancer 2003, 3, 330–338. [CrossRef]
Fujinaka, Y.; Matsuoka, K.; Iimori, M.; Tuul, M.; Sakasai, R.; Yoshinaga, K.; Saeki, H.; Morita, M.; Kakeji, Y.;
Gillespie, D.A.; et al. ATR-Chk1 signaling pathway and homologous recombinational repair protect cells
from 5-fluorouracil cytotoxicity. DNA Repair (Amst.) 2012, 11, 247–258. [CrossRef]

Cancers 2020, 12, 2098

84.
85.
86.
87.
88.
89.
90.
91.
92.
93.

94.

95.
96.
97.
98.
99.
100.
101.
102.
103.

104.
105.
106.

107.

19 of 22

Kinsella, T.J. Coordination of DNA mismatch repair and base excision repair processing of chemotherapy
and radiation damage for targeting resistant cancers. Clin. Cancer Res. 2009, 15, 1853–1859. [CrossRef]
Wyatt, M.D.; Wilson, D.M. Participation of DNA repair in the response to 5-fluorouracil. Cell. Mol. Life Sci.
2009, 66, 788–799. [CrossRef]
Champoux, J.J. DNA TOPOISOMERASES: Structure, Function and Mechanism. Annu. Rev. Biochem. 2001,
70, 369–413. [CrossRef]
Khadka, D.B.; Cho, W. Topoisomerase inhibitors as anticancer agents: A patent update. Expert Opin. Ther.
Pat. 2013, 23, 1033–1056. [CrossRef]
Froelich-Ammon, S.J.; Osheroff, N. Topoisomerase poisons: Harnessing the dark side of enzyme mechanism.
J. Biol. Chem. 1995, 270, 21429–21432. [CrossRef]
Avemann, K.; Knippers, R.; Koller, T.; Sogo, J.M. Camptothecin, a specific inhibitor of type I DNA
topoisomerase, induces DNA breakage at replication forks. Mol. Cell. Biol. 1988, 8, 3026–3034. [CrossRef]
John, L. Nitiss Targeting DNA topoisomerase II in cancer chemotherapy. Nat. Rev. Cancer 2009, 9, 338–350.
Xu, Y.; Her, C. Inhibition of topoisomerase (DNA) I (TOP1): DNA damage repair and anticancer therapy.
Biomolecules 2015, 5, 1652–1670. [CrossRef]
Nitiss, J.; Wang, J.C. DNA topoisomerase-targeting antitumor drugs can be studied in yeast. Proc. Natl. Acad.
Sci. USA 1988, 85, 7501–7505. [CrossRef]
De Campos-Nebel, M.; Larripa, I.; González-Cid, M. Topoisomerase ii-mediated DNA damage is differently
repaired during the cell cycle by non-homologous end joining and homologous recombination. PLoS ONE
2010, 5, e12541. [CrossRef]
Maede, Y.; Shimizu, H.; Fukushima, T.; Kogame, T.; Nakamura, T.; Miki, T.; Takeda, S.; Pommier, Y.; Murai, J.
Differential and common DNA repair pathways for topoisomerase I- and II-targeted drugs in a genetic DT40
repair cell screen panel. Mol. Cancer Ther. 2013, 13, 214–220. [CrossRef]
Cutts, S.M.; Nudelman, A.; Rephaeli, A.; Phillips, D.R. The power and potential of doxorubicin-DNA adducts.
IUBMB Life 2005, 57, 73–81. [CrossRef]
Pommier, Y.; Leo, E.; Zhang, H.; Marchand, C. DNA topoisomerases and their poisoning by anticancer and
antibacterial drugs. Chem. Biol. 2010, 17, 421–433. [CrossRef]
Taymaz-Nikerel, H.; Karabekmez, M.E.; Eraslan, S.; Kırdar, B. Doxorubicin induces an extensive
transcriptional and metabolic rewiring in yeast cells. Sci. Rep. 2018, 8, 1–14.
Sastry, M.; Fiala, R.; Lipman, R.; Tomasz, M.; Patel, D. Solution Structure of the Monoalkylated Mitomycin
C-DNA Complex. J. Mol. Biol. 1995, 247, 338–359. [CrossRef]
Povirk, L. DNA damage and mutagenesis by radiomimetic DNA-cleaving agents: Bleomycin,
neocarzinostatin and other enediynes. Mutat. Res. 1996, 355, 71–89. [CrossRef]
D’Incalci, M.; Badri, N.; Galmarini, C.M.; Allavena, P. Trabectedin, a drug acting on both cancer cells and the
tumour microenvironment. Br. J. Cancer 2014, 111, 646–650. [CrossRef]
Mahato, R.; Tai, W.; Cheng, K. Prodrugs for improving tumor targetability and efficiency. Adv. Drug Deliv.
Rev. 2011, 63, 659–670. [CrossRef]
Pérez-Herrero, E.; Fernández-Medarde, A. Advanced targeted therapies in cancer: Drug nanocarriers, the
future of chemotherapy. Eur. J. Pharm. Biopharm. 2015, 93, 52–79. [CrossRef] [PubMed]
Grothey, A.; Sobrero, A.F.; Shields, A.F.; Yoshino, T.; Paul, J.; Taieb, J.; Souglakos, J.; Shi, Q.; Kerr, R.;
Labianca, R.; et al. Duration of adjuvant chemotherapy for stage III colon cancer. N. Engl. J. Med. 2018, 378,
1177–1188. [CrossRef] [PubMed]
Ke, X.; Shen, L. Molecular targeted therapy of cancer: The progress and future prospect. Front. Lab. Med.
2017, 1, 69–75. [CrossRef]
O’Neil, N.J.; Bailey, M.L.; Hieter, P. Synthetic lethality and cancer. Nat. Rev. Genet. 2017, 18, 613–623.
[CrossRef] [PubMed]
Fong, P.C.; David, S.; Yap, T.A.; Tutt, A.; Wu, P.; Mergui-Roelvink, M.; Mortimer, P.; Swaisland, H.; Lau, A.;
O’Connor, M.J.; et al. Inhibition of poly(ADP-ribose) polymerase in tumors from BRCA mutation carriers.
N. Engl. J. Med. 2009, 361, 123–134. [CrossRef] [PubMed]
Ray Chaudhuri, A.; Nussenzweig, A. The multifaceted roles of PARP1 in DNA repair and chromatin
remodelling. Nat. Rev. Mol. Cell Biol. 2017, 18, 610–621. [CrossRef]

Cancers 2020, 12, 2098

20 of 22

108. Murai, J.; Huang, S.N.; Das, B.B.; Renaud, A.; Zhang, Y.; Doroshow, J.H.; Ji, J.; Takeda, S.; Pommier, Y.
Differential trapping of PARP1 and PARP2 by clinical PARP inhibitors. Cancer Res. 2013, 72, 5588–5599.
[CrossRef]
109. Boussios, S.; Abson, C.; Moschetta, M.; Rassy, E.; Karathanasi, A.; Bhat, T.; Ghumman, F.; Sheriff, M.;
Pavlidis, N. Poly (ADP-Ribose) Polymerase Inhibitors: Talazoparib in Ovarian Cancer and Beyond. Drugs R
D 2020, 20, 55–73. [CrossRef]
110. Bradbury, A.; Hall, S.; Curtin, N.; Drew, Y. Targeting ATR as Cancer Therapy: A new era for synthetic lethality
and synergistic combinations? Pharmacol. Ther. 2020, 207, 107450. [CrossRef]
111. Reaper, P.; Griffiths, M.; Long, J.; Charrier, J.; MacCormick, S.; Charlton, P.; Golec, J.; Pollard, J. Selective
killing of ATM- or p53-deficient cancer cells through inhibition of ATR. Nat. Chem. Biol. 2011, 7, 428–430.
[CrossRef]
112. Blackford, A.N.; Jackson, S.P. ATM, ATR, and DNA-PK: The Trinity at the Heart of the DNA Damage
Response. Mol. Cell 2017, 66, 801–817. [CrossRef] [PubMed]
113. Kantidze, O.L.; Velichko, A.K.; Luzhin, A.V.; Petrova, N.V.; Razin, S.V. Synthetically Lethal Interactions of
ATM, ATR, and DNA-PKcs. Trends Cancer 2018, 4, 755–768. [CrossRef] [PubMed]
114. Middleton, F.K.; Patterson, M.J.; Elstob, C.J.; Fordham, S.; Herriott, A.; Wade, M.A.; McCormick, A.;
Edmondson, R.; May, F.E.B.; Allan, J.M.; et al. Common cancer-associated imbalances in the DNA damage
response confer sensitivity to single agent ATR inhibition. Oncotarget 2015, 6, 32396–32409. [CrossRef]
[PubMed]
115. Mullard, A. Synthetic lethality screens point the way to new cancer drug targets. Nat. Rev. Drug Discov.
2017, 16, 589–591. [CrossRef]
116. Malone, E.R.; Oliva, M.; Sabatini, P.J.B.; Stockley, T.L.; Siu, L.L. Molecular profiling for precision cancer
therapies. Genome Med. 2020, 12, 8. [CrossRef]
117. Naipal, K.A.T.; Verkaik, N.S.; Ameziane, N.; Van Deurzen, C.H.M.; Brugge, P.T.; Meijers, M.; Sieuwerts, A.M.;
Martens, J.W.; O’Connor, M.J.; Vrieling, H.; et al. Functional Ex vivo assay to select homologous
recombination-deficient breast tumors for PARP inhibitor treatment. Clin. Cancer Res. 2014, 20, 4816–4826.
[CrossRef]
118. Gunderson, C.C.; Moore, K.N. BRACAnalysis CDx as a companion diagnostic tool for Lynparza. Expert Rev.
Mol. Diagn. 2015, 15, 1111–1116. [CrossRef]
119. Noordermeer, S.M.; van Attikum, H. PARP Inhibitor Resistance: A Tug-of-War in BRCA-Mutated Cells.
Trends Cell Biol. 2019, 29, 820–834. [CrossRef]
120. Glickman, M.S.; Sawyers, C.L. Converting cancer therapies into cures: Lessons from infectious diseases. Cell
2012, 148, 1089–1098. [CrossRef]
121. Mokhtari, R.B.; Homayouni, T.S.; Baluch, N.; Morgatskaya, E.; Kumar, S.; Das, B.; Yeger, H. Combination
therapy in combating cancer. Oncotarget 2017, 8, 38022–38043. [CrossRef]
122. Hennequin, C.; Favaudon, V. Biological basis for chemo-radiotherapy interactions. Eur. J. Cancer 2002, 38,
223–230. [CrossRef]
123. Frei, E.; Holland, J.; Schneiderman, M.; Pinkel, D.; Selkirk, G.; Freireich, E.; Silver, R.; Gold, G.; Regelson, W.
A comparative study of two regimens of combination chemotherapy in acute leukemia. Blood 1958, 13,
1126–1148. [CrossRef]
124. Pui, C.H.; Evans, W.E. Treatment of acute lymphoblastic leukemia. N. Engl. J. Med. 2006, 354, 166–178.
[CrossRef] [PubMed]
125. Peters, G.J.; Van Der Wilt, C.L.; Van Moorsel, C.J.A.; Kroep, J.R.; Bergman, A.M.; Ackland, S.P. Basis for
effective combination cancer chemotherapy with antimetabolites. Pharmacol. Ther. 2000, 87, 227–253.
[CrossRef]
126. Paccagnella, A.; Orlando, A.; Marchiori, C.; Zorat, P.L.; Cavaniglia, G.; Sileni, V.C.; Jirillo, A.; Tomio, L.;
Fila, G.; Fede, A.; et al. Phase III trial of initial chemotherapy in stage III or IV head and neck cancers: A study
by the gruppo di studio sui tumori della testa e del collo. J. Natl. Cancer Inst. 1994, 86, 265–272. [CrossRef]
127. Vaccaro, V.; Sperduti, I.; Milella, M. FOLFIRINOX versus gemcitabine for metastatic pancreatic cancer. N.
Engl. J. Med. 2011, 365, 768–769.
128. Jaffe, N.; Paed, D.; Traggis, D.; Salian, S.; Cassady, J.R. Improved outlook for Ewing’s sarcoma with
combination chemotherapy (vincristine, actinomycin D and cyclophosphamide) and radiation therapy.
Cancer 1976, 38, 1925–1930. [CrossRef]

Cancers 2020, 12, 2098

21 of 22

129. Steel, G.G. Terminology in the description of drug-radiation interactions. Int. J. Radiat. Oncol. Biol. Phys.
1979, 5, 1145–1150. [CrossRef]
130. Rose, P.; Bundy, B.; Watkins, E.; Thigpen, J.; Deppe, G.; Maiman, M.; Clarke-Pearson, D.; Insalaco, S.
Concurrent cisplatin-based radiotherapy and chemotherapy for locally advanced cervical cancer. N. Engl. J.
Med. 1999, 340, 1144–1153. [CrossRef]
131. Boeckman, H.J.; Trego, K.S.; Turchi, J.J. Cisplatin sensitizes cancer cells to ionizing radiation via inhibition of
nonhomologous end joining. Mol. Cancer Res. 2005, 3, 277–285. [CrossRef]
132. Shewach, D.S.; Lawrence, T.S. Antimetabolite radiosensitizers. J. Clin. Oncol. 2007, 25, 4043–4050. [CrossRef]
[PubMed]
133. Han, K.; Milosevic, M.; Fyles, A.; Pintilie, M.; Viswanathan, A.N. Trends in the utilization of brachytherapy in
cervical cancer in the United States. Int. J. Radiat. Oncol. Biol. Phys. 2013, 87, 111–119. [CrossRef] [PubMed]
134. Aupérin, A.; Le Péchoux, C.; Rolland, E.; Curran, W.J.; Furuse, K.; Fournel, P.; Belderbos, J.; Clamon, G.;
Ulutin, H.C.; Paulus, R.; et al. Meta-analysis of concomitant versus sequential radiochemotherapy in locally
advanced non-small-cell lung cancer. J. Clin. Oncol. 2010, 28, 2181–2190. [CrossRef] [PubMed]
135. Hegi, M.E.; Diserens, A.C.; Gorlia, T.; Hamou, M.F.; De Tribolet, N.; Weller, M.; Kros, J.M.; Hainfellner, J.A.;
Mason, W.; Mariani, L.; et al. MGMT gene silencing and benefit from temozolomide in glioblastoma. N. Engl.
J. Med. 2005, 352, 997–1003. [CrossRef]
136. Chalmers, A.J. Science in Focus: Combining Radiotherapy with Inhibitors of the DNA Damage Response.
Clin. Oncol. 2016, 28, 279–282. [CrossRef]
137. Fok, J.H.L.; Ramos-Montoya, A.; Vazquez-Chantada, M.; Wijnhoven, P.W.G.; Follia, V.; James, N.;
Farrington, P.M.; Karmokar, A.; Willis, S.E.; Cairns, J.; et al. AZD7648 is a potent and selective DNA-PK
inhibitor that enhances radiation, chemotherapy and olaparib activity. Nat. Commun. 2019, 10, 5065.
[CrossRef]
138. Rajan, A.; Carter, C.A.; Kelly, R.J.; Gutierrez, M.; Kummar, S.; Szabo, E.; Yancey, M.A.; Ji, U.; Mannargudi, B.;
Woo, S.; et al. A phase I combination study of olaparib with cisplatin and gemcitabine in adults with solid
tumors. Clin. Cancer Res. 2012, 18, 2344–2351. [CrossRef]
139. Matulonis, U.; Monk, B. PARP inhibitor and chemotherapy combination trials for the treatment of advanced
malignancies: Does a development pathway forward exist? Ann. Oncol. 2017, 28, 443–447. [CrossRef]
140. Yazinski, S.A.; Comaills, V.; Buisson, R.; Genois, M.M.; Nguyen, H.D.; Ho, C.K.; Kwan, T.T.; Morris, R.;
Lauffer, S.; Nussenzweig, A.; et al. ATR inhibition disrupts rewired homologous recombination and fork
protection pathways in PARP inhibitor-resistant BRCA-deficient cancer cells. Genes Dev. 2017, 31, 318–332.
[CrossRef]
141. Nickoloff, J.A.; Jones, D.; Lee, S.H.; Williamson, E.A.; Hromas, R. Drugging the Cancers Addicted to DNA
Repair. J. Natl. Cancer Inst. 2017, 109. [CrossRef]
142. Yap, T.A.; Plummer, R.; Azad, N.S.; Helleday, T. The DNA Damaging Revolution: PARP Inhibitors and
Beyond. Am. Soc. Clin. Oncol. Educ. B 2019, 185–195. [CrossRef] [PubMed]
143. Rosenberg, S.A. Entering the mainstream of cancer treatment. Nat. Rev. Clin. Oncol. 2014, 11, 630–632.
[CrossRef] [PubMed]
144. Pennock, G.K.; Chow, L.Q.M. The Evolving Role of Immune Checkpoint Inhibitors in Cancer Treatment.
Oncologist 2015, 20, 812–822. [CrossRef] [PubMed]
145. Hargadon, K.M.; Johnson, C.E.; Williams, C.J. Immune checkpoint blockade therapy for cancer: An overview
of FDA-approved immune checkpoint inhibitors. Int. Immunopharmacol. 2018, 62, 29–39. [CrossRef]
[PubMed]
146. Van Limbergen, E.J.; De Ruysscher, D.K.; Pimentel, V.O.; Marcus, D.; Berbee, M.; Hoeben, A.; Rekers, N.;
Theys, J.; Yaromina, A.; Dubois, L.J.; et al. Combining radiotherapy with immunotherapy: The past, the
present and the future. Br. J. Radiol. 2017, 90, 6–8. [CrossRef]
147. Brown, J.S.; Sundar, R.; Lopez, J. Combining DNA damaging therapeutics with immunotherapy: More haste,
less speed. Br. J. Cancer 2018, 118, 312–324. [CrossRef]
148. Zhou, J.; Wang, G.; Chen, Y.; Wang, H.; Hua, Y.; Cai, Z. Immunogenic cell death in cancer therapy: Present
and emerging inducers. J. Cell. Mol. Med. 2019, 23, 4854–4865. [CrossRef]

Cancers 2020, 12, 2098

22 of 22

149. Mouw, K.W.; Goldberg, M.S.; Konstantinopoulos, P.A.; D’Andrea, A.D. DNA damage and repair biomarkers
of immunotherapy response. Cancer Discov. 2017, 7, 675–693. [CrossRef]
150. Woo, S.R.; Fuertes, M.B.; Corrales, L.; Spranger, S.; Furdyna, M.J.; Leung, M.Y.K.; Duggan, R.; Wang, Y.;
Barber, G.N.; Fitzgerald, K.A.; et al. STING-dependent cytosolic DNA sensing mediates innate immune
recognition of immunogenic tumors. Immunity 2014, 41, 830–842. [CrossRef]
© 2020 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

